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Genome Sequence for VSV Mutant AVI 

ACCSAAGACAAACAAACCATTATTATCATTAAAAQGCTCAGGAOAA^ 

ACAGTCAAGAGAATCATTGACAAOVCaGTCATAGTTCaUUUVCTTCCTGCA^ 

CCGGO^GATTACTTCAGAAAATCaVAAGGAGATTCCTCTTTACATa^TACTACaVAA^ 

AGAGGATATGTCTACCAAGGCCTCAAATCCGGAAATGTATCAATCATAOVTGTCAACAGCTACITGTA^^ 

GCATTGAAGGACATCCGGGGTAAGTTGGATAAAGATTGGTCAAGTTTCGGAATAAACATCGGGAAGGCAGGG 

GATAO^TCGOaATATTTGACCTTGTATCCTTGAAAGCCCTGGACGGTGTACTTCCAGATGGAGTATCG^^^ 

GCTTCCAGAACCAGCGCAQATGAOVAATGGTTGCCTTTGTATCTACTTGGCTTATACAGAGTG^ 

CAAATGCCTGAATACAGAAAAAGGCTOVTGGATGGGCTGACAAATO^TGCAAAAT^^ 

QAACCTCTTGTGCCAGAAGGTCGTGAaVTTTTTGATGTGTGGGGAAATGAa^GTAATTACA 

GCTGO^GTGGACATGTTCTTCOlCATGTTaVAAAAACa^TQAATGTGCCTCGTT^^ 

TCCAGATTC^GATTGTGCTQCATTGGCAAaVTTTGQAOVCCTCTGCAl^TAACa^ 

GATGTAACGACCTGGATCTTGAACCGAGAAGTTGCAGATGAGATGGTCO^TGATGCTTCCAGGCC^ 

ATTGACAAGGCCGATTCATACT^TGCCTTATTTGATCGACTTTGGATTGTCTTCTAAGTCTCCATATTCTTCC 

GTCAAAAACCCTGCCTTCCACTTCTGGGGGCAATTGACAGCTCTTCTGCTCAGATCTACCAGAGCAAGQ^T 

GCCCGACAGCCTGATGACATTGAGTATACATCTCTTACTACAGCAGGTTTGTTGTACGCTTATGCAGTAGGA 
TCCTCTGCTGACTTGGCAO^aVGTTTTGTGTTGGAGATAGOVAATACACTCCy^G^^^ 

TTQACGACTAATG<avCC«CCAa^CAGAGATGTGGTCQAATGQCTCGGATGGTTTGAAGATC^ 
AAACCGACTCCTGATATGATGCAGTATGCGAAACGAGCa^GTCATGTCACTGCaVAGGCCTAAGAGAQ^ 
ATTGGCAAGTATGCTAAGTa^GAATTTaAaUUVTGACCCTATAATTCTCAQATC^^^ 

TAOVTATGAAAAAAACTAACAGATATCATGGATAATCTCACAAAAGTTCGTGAGTATCTCAAGTCCTA^ 

CGTCTAGATCAGGCGGTAGGAGAGATAGATGAGATCGAAGCACAACGAGCTQAAAAGTCCAATTATGAGTTG 

TTCCAAGAGGACGGAGTG6AAGAGCATACTAGGCCCTCTTATTTTCAGGCAGCAGATGATTCTGACACAQAA 

TCTGAACCAGAAATTGAAGACAATCyVAGGCTTGTATGTACCAGATCCGGAAGCTGAGa^GTTG^^ 

ATAO^GGGGCCTTTAGATGACTATGCGGATGAGGACGTGGATGTTGTATTCACTTCGGACTGGAAACAGCCT 

GAGCTTGAATCCGACGAGOVIXKSAAAGACCTTACGGTTGACATTGCCAGAGGGTTTAAGTG^^^ 

TCCOVGTGGCTTTTGACGATTAAAGCAGTCGTTCAAAGTGCCAAACACTGGAATCT^ 

QAAGO^TCGGGAGAAGGGGTCaVTCATAAAAAAGCGCCAGATAACTCCGGATGTATATAAGGTCACTC 

ATGAAOVaVCATCCGTCCCy^Ta^GAAGCTOTATCAGATGTTTGGTCTCTCT 

C^CCCAAGAAAGCAAGTCTTCAGCCTCTCACa^TATCCTTGGATGAATTGTTCTCA^^^ 

ATCTCTGTCGGAGGTAACGGACGAATGTCTCATAAAGAGGCCATCCTGCTCGGTCTGAGGTAC^AAAAGTTO 

TACAATO^GGCGAGAGTCAAATATTCTCTGTAGACTATGAAAAAAAGTAACAGATATOVCAATCTAAGTG^ 

ATCCCAATCCATTCATCATGAGTTCCTTAAAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGAAATCTAAGA 

AATTAGGGATC6CACCACCCCCTTATGAAGAGGACACTAACATGGAGTATGCTCCGAGCGCTCCAATTGACA 

AATCCTATTTTGGAGTTGACGAGAfiGGACACTCATGATCCGCATCAATTAAGATATGAQAAATT^ 

CAGTaAAAATGACGGTTAQATCTAATCGTCCGTTCAGAAaVTACT(aVGATGTGGCAGCCGCTGTATCC^^ 
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GGGATCACATGTACATCGCSAATGGaVGGGAAACGTCCCTTCTAa^GATCTTGGCTTTTT^^ 

ATCTAAAGGCCACTCCAGCGGTATTGGCAGATCAAGGTa^CCAGAGTATCACGCTCACTGTGAAGGCAG^ 

CTTATTTGCO^CACAGAATGGGGAAGACCCCTCCCATGCTCAATGTACCAGAGCACTTCAGAAGACOITTCA 

ATATAGGTCTTTACAAGGGAACGGTTGAGCTCACAATGACCATCTACGATGATGAGTCACTGGAAGCAGCTC 

CTATGATCTGGGATCATTTCAATTCTTCCAAATTTTCTGATTTCAGAGAGAAGGCCTTAATGTTTGGCCTGA 

TTGTCGAGAAAAAGGCATCTGGAGCTTGGGTCCTGGATTCTGTCAGCCACTTOUVATGAGCTAGTCTAGCTT 

CaVGCTTCTGAAOVATCCCCGGTTTACTCAGTCTCTCCTAATTCCAGCCTTTCGAACAA 

TTTTCTATCCCTATGAAAAAAACTAAO^GAGATCGATCTGTTTCCTTGACACCATGAAGTGCCTOT 

TAGCTTTTTTATTCATCGGGGTaAATTGCaAGTTaVCa^TAGTTTTTCCATACAACCGA^ 

AAAATGTTCCTTCCa^TTACCATTATTGCCCGTC^AGCTCAGATTTAAATTGGaVTAATGACTT^ 

O^GCCTTACaVAGTCAAAATGCCCAAGAGTCACAAGGCTATTaVAGCAQACGGTTGGATGTC^ 

AATGGGTCACTACTTGTGATTTCCGCTGGTACGGACCGAAGTATATAAO^a^TTCCATCCGATCCTTCACTC 

CATCTGTAGAACaVATGCAAGGAAAGO^TTGAACAAACGAAACAAGGAACTTGGCTGAATCCAGGCT^ 

CTCAAAGTTGTGGATATGCAACTGTGACGGATGCTGAAGCAGCGATTGTCCAGGTGACTCCTCACCATGTGC 

TTGTTGATGAATACACAGGAGAATGGGTTGATTCAO^GTTCATa^ACGGAAAATGCAGCaUVTGACATATGC 

CCS^CTGTCCATAACTCCACAACCTGGCATTCCGACTATAAGGTa^GGGCTATGTGATTCTAACCTC^^ 

CCATGOACATCACCTTCTTCTOMSAGGACGGAGAGCTATa^TCCCTAGQAAAGGAGGGCA^ 

GTAACTACTTTGCTTATGAAACTGGAGAa^QQCCTGCy^AAATGaiGTACTGCAAGC^ 

TCCCATCyiGGTGTCTGGTTCGAaATGGCTQATAAGQATCTCTTTGCTGCAGCC^ 

AAGGGTCT^GTATCTCTGCTCCATCTCAGACCTCaGTCGATGTAAGTCTa^TTaVGGACGTTaAa^ 

TGGATTATTCCCTCTGCCAAGAAACCTGGAGCAAAATOVGAGCGGGTCTTCCaVTCTCTCCAGTGGATCTCA 

GCTATCTTGCTCCTAAAAACCCAGGAACCGGTCCTGTCTTTACCATAATCAATGGTACCCTAAAATACTTTG 

AGACCAGATACATCAGAGTCGATATTGCTGCTCCAATCCTCTCAAGAATGGTCGGAATGATCAGTGGAACTA 

CCACAQAAAGGGAACTGTGGGATGACTGGGCTCa^TATGAAGACGTGGAAATTGGACCCAATGGAGTTCTGA 

GQACCAGTTOIGQATATAAGTTTCCTTTATATATGATTGGACATGGTATGTTGGACTCCGATCTTCA^ 

GCTCAAAGGCTCAGGTGTTTGAACy^TCCTCACATTCAAGACGCTGCTTCGCAGCTTCCTGATGATGAQAC^ 

TATTTTTTGGTGATACTGGGCTATCCAAAAATCCAATCGAGTTTGTAGAAGGTTGGTTCAGTAGTT 

GCTCTATTGCCTCTTTTTTCTTTATCATAGGGTTAATCATTGGACTATTCTTGGTTCTCCQAGTTG^ 

ATCTTTGCATTAAATTAAAGCACACCAAGAAAAGAO^TTTATACAGACATAGAGATGAACCGACT^ 

AGTAACTCAAATCCTGCAa\Aa^GArrCTTCATGTTTGAACCAAAT(^CTTGTGATATCaT6CT^^ 

GCCTTAATTATATTTTAATTTTTAATTTTTATGAAAAAAACTAAOVGCAATCATGGAAGTCa^CGATTTTGA 

GACCGACGAGTTCAATGATTTCAATGAAGATGACTATGCCACAAGAGAATTCCTGAATCCCGATGAGCGCAT 

GACGTACTTGAATCATGCTGATTACa^TTTGAATTCTCCTCTAATTAGTGATGATATTGACA^ 

QAAATTCAATTCTCTTCCGATTCCCTCGATGTGGGATAGTAAGAACTGGGATGGAGTTCTTGAGATGTTAAC 
ATO^TGTOAGCa^TCCCATCTa^aVTCTCAGATGa^TAAATGGATGGGAAGTT^ 

TCATGATGCCAGTa^GGGTATAGTTTTTTACATGAAGTGGAaUWVQAGGCaGAAATAACAT^ 
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GGAC3ACCTTCATCCGCGGCTGGGGaVAa^CCAATT6AATAC»Ta^^ 
CAAAATTCTCGCTTATTTGTGTCAAAAGTTTTTGGACTTAOVa^TTGAC^^^ 

TGAGGTGGAATTGCTCAACTTGGCGAGGACTTTCAAAGGCAAAGTCAGAAGAAGTTCTOVTGGAACG^ 

ATGCAGGCTTAGGGTTCCOlGCTTGGGTCCTACTTTTATTTa^GAAGGATGGGCTTACTTCAAGAAACTTGA 

TATTCTAATGGACCGAAACTTTCTGTTAATGGTCAAAGATGTGATTATAGGGAGGATGCAAACGGTG^ 

CATGGTATGTAGAATAGACAACCT6TTCTCAGAGCAAGACATCTTCTCCCTTCTAAATATCTACAGAATTGG 

AGATAAAATTGTGOAGAGGCAGGGAAATTTTTCTTATGACTTGATTAAAATGGTGGAACCGATATC 

GAQGCTGATGAAATTAGaVAGAGAATCAAGGCCTTTAGTCCCAaVATTCCCTCAOTTT^^ 

GACTTCTGTTGATGAAGGGGCAAAAATTGATCSAGGTATAAGATTCCTCCATGa^TCAGATAA 

AACAGTGGATCTCAO^CTGGTGATTTATGGATCGTTO^GACATTGGGGTaVT^^ 

TGGACTAGAAAAATTACATTCCCAAGTAACO^TGAAGAAAGATATTGATGTGTO^TATGCA^^ 

AAGTGATTTAGCTCGGATTGTTCTATTTa^AOVGTTCAATGATCATAAAAAGTGGTTCGTGAATGQAGAC^ 

GCTCCCTCAT6ATCATCCCTTTAAAAGTCATGTTAAAGAAAATACATGGCCCACAGCTGCTCAAGTTCAAGA 

TTTTGGAGATAAATGGO^TGAACTTCCGCTGATTAAATGTTTTGAAATACCCGACTTACTAGACCC^TCGAT 

AATATACTCTGACAAAAGTOVTTCAATGAATAGGTCAGAGGTGTTGAAACATGTCCGAATGAATCCG 

TCCTATCCCTAGTAAAAAGGTGTTGCAGACTATGTTaOAava^GGCTACa^TTGGAAAGAA^^ 

AGAGATTGATGAGAAGGGCTTAGATGATOATGATCTAATTATTGGtCTTAAAGGAAAGGAGA^ 

GTTGGa^GGTAOATTTTTCTCCCTAATGTCTTGGAAATTGCGAGAATACTTTC 

AAAGACTCATTTCGTTCCTATGTTTAAAGGCCTGACAATGGCGGACGATCTAACTGCAGTO^TT 

GTtAGATTCCTCATCCGGCCT^GGATTGAAGTCATATGAGGCS^TTTGCATAGCa^TCACATTGAT 

AAAATGGAATAACCACCAAAGGAAGTTATCAAACGGCCCAGTGTTCCGAGTTATGGGCCAGTTCTTAGGTTA 

TCCATCCTTAATCGAGAGAACTCATGAATTTTTTGAGAAAAGTCTTATATACTACAATGGAAGACCAOACTT 

GATGCGTGTTCACAAO^CACACTGATCaATTa^CCTCCCAACGAGTTTGTTGGCAAGGA^^ 

ACTGOAAGGTCTACGGaWU^GGATGGAGTATCCTO^TCTACTGGTTATTCAAAGAGAG^ 

AAAaVCTGCTGTa^TCTTGG<aiCAAGGTGATAATCAAGTTATTTC 

GAGAAACGTTCTAGAATTACAGGGTGCTCTCAATCAAATGGTTTCTAATAATGAQAAAATT^^ 

a^TAGGGACAGGGAAGTTAGGACTTTTGATAAATGACGATGAGACTATGCAATCTO 

TTATGGAAAAATACOaATTTTCCGTGGAGTGATTAGAGGGTTAGAGaCCAAGAGATGGTCACGAGT^ 

TGTCACCAATGACCAAATACCCACTTGTGCTAATATAATOAGCTCAGTTTCa^CAAATGCTCTC^^^ 

TCATTTTGCTGAGAACCCAATCT^TGCCATGATAa^GTAOVATTATTTTGGGAaVTTTGCT^ 

GATGATGCATGATCCTGCTCTTCGTCAATCATTGTATGAAGTTCAAGATAAGATACCGGGCTTGOICS^GOT^ 

TACTTTCAAATACGCCATGTTGTATTTGGACCCTTCCATTGGAGGAGTGTCGGGCATGTCTTTGTCCAGGTT 

TTTQATTAGAGCCTTCCCAGATCCC6TAAaVGAAAGTCTCT(^TTCTGGAGATTCATCaVTGTaa^TGCTC 

AAGTGAGCATCTGAAGGAGATGAGTGCAGTATTTGGAAACCCCGAGATAGCCAAGTTTCGAAT^^ 

AGACAAGCTAGTAQAAQATCCAACCTCTCTGAACATCGCTATGGQAATGAGTCCAGCaAACTTGTO 

TQAGGTTAAAAAATGCTTAATCGAATCAAGACaAACXyVTCAGGAACCaGGTGAT^^ 
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TTTGTATCATGAAGAGGATCGGCTCAGAAGTTTCTTATGGTCAATAAATCCT^^ 
TGAATTCAAATCAGGCACTTTTTTGGGAGTCGCAGACGGGCTCATCAGTCTATT^ 
TCGGAACTCCTTTAAGAAAAAGTATCATAGGGAATO^GATGATTTGATTGTGAGGAGT^^ 

GAOICATTTAGGGAAACTTCATTTGAGAAGGGGATCATGTAAAATGTGGACATGTTCAGCTAC^ 
CUVCAITAAGATACAAATCCTGGGGCCGTACAGTTATTGGGACAACTGTACCC^^^ 

TCCACAACATCGAAAAGAQACTCCTTOTGCACCATGTAACACATCAGGGTTCAAT^^^^ 
TCCAGACGGGATCCATGACGTCTTTAGTTCACGGGGACOVTTGCCTGCTTATC^^^ 

atctacatctat™cagccttgggaaagggaaagcaaagtccc^ctgattaa^ 

AGATGCTATCTCTl^TTTGTTGAACCCGACTCTAAACTAGCAATGACTATACTTTCT^^ 

AACAGGCGAAGAATGGACCAAAAGGCAGCATGGGTTCAAAAGAACAGGGTCTO^^^ 

ATCTCGGATGAGCCATGGTGGGTTCGCATCTCAGAGCACTGCAGCATTGACCA^ 

CACCATGAGGGATCT^AGATCAGAaTTTCGACTTTTTATTCCAGGCAACGTTGCTCTA^^^ 

CACCACTGTTGCAAGAGACGGATGGATCACCAGTTGTACAGATCATTATCATATl^^^ 

GAGACCCATAGAAGAGATCACCCTGGACTCAAGTATGGACTACACGCCCCCAGATGTATC 

GACATGGAGGAATGGGGAAGGTTCGTGGGGACAAGAGATAAAACAGATCTATCCTTT^^^ 

GAATTTAGCACCTGCTGAGCAATCCTATCAAGTaSGCAGAT^TATAGG™^ 

TAGAAAATCTACTCATGCCGAGGACAGTTCTCTATTTCCrCTATCTATACAAGG^^^^^ 

TTTCTTAAAAGGGTTGCTAGACGGATTAATGAGAGCAAGrrGCTGCCAAGTAATAC^^^ 

TC^TTTGAAGAGGCCGGCCAACGCAGTGTACGGAGGTTTGATTTACTlXa^ 

TCCATTCCTTTCTCTTACTAGATCAGGACCTATTAGAGACGAATTAGAAACGATTCCCCA^^ 

CTCCTATCCGAC^GCAACCGTGATATGGGGGTGAITGTCAGAAATTACTTCAAATACCA^^ 

TGAAAAGGGAAAATACAGATCACTITTATTCACAATTATGGTTATTCTCAGATGTCT^^^^ 

TGGACCATTCTCTATTTCCACCACCCTCTTGCAAATCCTATACAAGCCAT^^^^ 

TGAGTTGAGAGAGCn^CAAATCTTTCTTCA^GCTAAGATCAGGAGAGGGG^ 

ATTCTTCACO^GGACATATTATTGTGTCCAGAGGAAATCAGACATGCTTGCA^^^ 

TAATAATAAAGACATGAGCTATCCCCCTTGGGGAAGGGAATCCAGAGGGACAATTACAA^^^ 
TTATACGACCACCCCTTACCCAAAGATGCTAGAGATGCCTCCAAGAATCC^ 

CAGGTTGGGCCAGTTACCAACTGGCGCTCAlTATAAAATTCGGAGTATATTACATGGAAa^ 

CAGGGACTTCTTGAGTTGTGGAGACGGCTCCGGAGGGAO^mCTOCt^SCATTACTA^^ 

CAGAGGAATATTCAATAGTCTGTTAGAATTATC^GGGTCAGTCATOCGAGGCGCCT^^ 

TGCCCTAGAAACTTTAGGAGGAGATAAATCGAGATGTGTAAATGGTGAAACATGTTGGGAATATC^^^ 
CTTATGTGACCCAAGGACTTGGGACTATTTCCTCCGACTCAAAGCAGGCrrGGGGCTT^^ 

TGTAATGGATATGGAAGTTCGGGATTCTTCTACTAGCCTGAAAATTGAGACGAATGTTAGAAAr^^^^ 
CCGGATTTTGGATGAGCAAGGAGTTTTAATCTACAAGACTTAOXSGAA^^^^ 

TGCAGTAAC^TCCTl^TCCCATGTTCAAGACGGTCGACrTAGTTCAAAC^^ 

GTCTGAAGTATATAl.«3TATGTAAAGGTTTGAAGAAATTAATa5ATGAACCCAA^^^ 
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CAATGAATCCTGGAAAAACCT6TAC6CATTCaVGTaVTCAGAACA<K5AATTTGCCAGAGC^ 

TAC^TACTTTACCTTGACAGGTATTCCCTCCa^TTCATOCCTOATCCTTTTGT/^C^^ 

ACAAATATTCCSGAGTACCOVCGGGTGTGTCTCATGCGGCTGCCTTAAAATCATCTGATAGACCTGCAGA 

ATTGACCATTAGCCTTTTTTATATGGCGATTATATCGTATTATAACATCAATCATATCAQAGTAGGACCGAT 

ACCTCCGAACCCCCCATCAGATGGAATTGCACAAAATGTGGGGATCGCTATAACTGGTATAAGCTTTTGGCT 

GAGTTTGATGGAGAAAGACATTCCACTATATCAACAGTGTTTAGCAGTTATCCAGCAATCATTCCCGATTAG 

GTGGGAGGCTGTTTCAGTAAAAQQAGGATACAAGCAGAAGTGGAGTACTAGAGGTGATGGGCTCCCAAAAGA 

TACCCGAATTTCAGACTCCTTGQCCCaWVTCGGGAACTGGATCaVGATCTCTGGAATTGGTCCGAAA^ 

TCGTCTGAATCCATTOVATGAGATCTTGTTCa^TCAGCTATGTCGTAa^GTGGATAATCATTTGA^ 

AAATTTGa3?^AAAAACAa^GGAATGATTGAATGGATaUlTAGACQAATTTa^^ 

GATGTTGAAGAGTGACCTACATGAGGAAAACTCTTGGAGAGATTAAAAAATO^TGAGGAQACTCa^CTO 

AAGTATGAAAAAAACTTTGATCCTTAAGACCCTCTTGTGGTTTTTATTTTTTATC^ 
T 
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Nucleic Acid Sequence of the M Protein Gene for VSV Mutant AVI 

ATGAGTTCCTTA?lAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGAAATCTiUVGAAATTAGGGATCG 

CCCCCTTATGAAGAGGACACTAACATGGAGTATGCTCCGAGCGCTCCAATTGACUUUVTCCT^ 

GACGAGATGGACACTCATGATCCGCy^TCy^TTAAGATATGAGAAATTCTTCTTTAC^ 

AGATCTAATCGTCCGTTO^GAACTVTACTCAGATGTGGCAGCCGCTGTATCCCATO 

GGAATGGCAGGGAAACGTCCCTTCTACy^GATCTTGGCTTTTTTGGGTTCTTCTAATC^ 

GCGGTATTGGCAGATCAAGGTCAACCAGAGTATCACGCTCACTGTGAAGGCAGTO 

ATGGGGAAGACCCCTCCCATGCTCAATGTACCAGAGCACTTCAGAAGACCATTCAATATAGGTCT^ 

GGAACGGTTGAGCTCACAATGACCATCTACGATGATGAGTCACTGGAAGCAGCTCCTATGATCTGGGATCAT 

TTCAATTCTTCCAAATTTTCTGATTTGAGAGAGAAGGCCTTAATGTTTGGCCTGATTGTCGAGAAAAAG 

TCTGGAGCTTGGTTCCTGGATTCTGTCAGACACTTCAAATGA 
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Amino Acid Sequence for the M Protein of VSV Mutant A VI 

MSSI,KKILGLKGKGKKSKKLGIAPPPyEEDTNMEYAPSAPIDKSYFGVDERDTHDPHQIJlYEKPFFTVK^r^ 

RSNRPPRTYSDVAAAVSHWDHMYIGMAGKRPFYKIIAPLGSSNLKATPAVLADQGQPEYHAHCEGRAYLPHR 

MGKTPPMLNVPEHPIUlPFNIGI.YKGTVELTMTIYDDESLEAAPMIWDHFNSSKFSDPRBKAljyiFGLIVEKKA 
SGAWVLDSVSHFK . 
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Genome sequence for VSV Mutant AV2 

ACGAAGAOU^OU^CCATTATTATCATTAAAAGGCTCAGGAGAAACTTTA^^ 

AOVGXaVAGAGAATCATTGACAACACAGTCATAGTTCa^CTTCCTGCA^ 

CCGGCAGATTACTTCAGAAAAT<a^GGAGATTCCTCTTTACATCAATACTACAAAAAGT^^ 

AGAGGATATGTCTACCAAGGCCTO^TCCGGAAATGTATO^TCATAaVTGTCAACAGC^^^ 

GCATTGAAGGAa^TCCGGGGTAAGTTGGATAAAGATTGGTCAAGTTTCGGAATAAACATCGGGAA^^ 

GATACAATCGGAATATTTGACCTTGTATCCTTGAAAGCCCTGGACGGTGTACTTCCAGATGGAGTATC^^ 

GCTTCCAGAACCAGCGCAGATGAC^TGGTTGCCTTTGTATCTACTTGGCTTATACAGAGTGGGCAGAACA 

CAAATGCCTGAATACAGAAAAAGGCTO^TGGATGGGCTGACAAATCAATGCAAAATGATCAATG^ 

GAACCTCTTGTGCCAGAAGGTCGTGACATTTITXSATGTGTGGGGAAATGACAGTAATTACA 

GCTGCAGTOQACATGTTCTTCa^CyiTGTTaUUUVAAaVTGAATGTGCCTCGTT 

TCO^GATTCAAAGATTGTGCTGCATTGGCAACATTTGaAa^CCTCTGCa^ 

GATGTAACGACCTGGATCnrrGAACCGAGAAGTTGCAGATGAGATGGTCOU^TGATGCTO^ 

ATTGACAAGGCCGATTCATAO^TGCCTTATTTGATCGACTTTGGATTGTCTTCTAAGTCTCC^^ 

GTCAAAAACCCTGCCTTCCACTTCTGGGGGCAATTGACAGCTCTTCTGCTCAGATCCACCAGAGC^ 

GCCCGACAGCCTGATGACATTGAGTATACATCTCTTACTACAGO^GGTTTGTTGTACGCTTATGCAGTA^ 

TCCTCTGCTGACTTGGCACAACAGTTTTGTGTTGGAGATAGCAAATACACTCCAGATGATAGTACOSGA 

TTGACGACTAATGCACCGCCy^CAAGGCAGAGATGTGGTCGAATGGCTCGGATGGTTTGAAGATO^C^^ 

AAACCGACTCCTQATATGATGCAGTATGCGAAACGAGCAGTCyVTGTCACTGa^GGCCTAAGAGA^ 

ATTGGa^GTATGCTAAGTaVGAATTTGAa^TGACCCTATAATTCTCAGATO^CCTATTATAT^^ 

TAa^TATGAAAAAAACTAACAGATATaVTGGATAATCTCACAAAAGTTCGTGAGTATCTCAAGTCCTAT^^ 

CGTCTAGATCaGGCGGTAGGAGAQATAQATGAGATOSAAGCAa^CGAGCTGAA^ 

TTCCAAGAGGACGGAGTGGAAQAGa^TACTAGGCCCTCTTATTTTCAGGCAQCAGATQATTCT^ 

TCTGAACCAGAAATTGAAGAOVATCAAGGCTTGTATGTACCAGATCCGGAAGCTGAGCAAGTTGAAG 

ATAOVGGGGCCTTTAGATGACTATGCGGATGAGGACGTGGATGTTCTATTCACTTCGGACTGGAAAa^GCCT 

GAGCTTGAATCCGACGAGCATGGAAAGACCTTACGGTTGACATTGCCAGAGGGTTTAAGTGGAGAGCyVGAA^ 

TCCCAGTGGCTTTTGACGATTAAAGCyVGTCGTTCAAAGTGCCAAACACTGGAATCTGGCAGAGTGCACATTT 

GAA6CATCGGGAGAAGGGGTCATCATAAAAAAGCGCCAGATAACTCCGGATGTATATAAGGTCACTCCAGTG 

ATGAACAa^a^TCCGTCCC3^Ta«3AAGCa3TATCAGATGTTTGGTCTeTCTCAAAGACATCa^^ 

CAACCCaAGAAAGCAAGTCTTCAGCCTCTCACCaiTATCCTTGQATGAATTGTTC^ 

ATCTCTGTCGQAGGTAACGGACGAATGTCTO^TAAAGAGGCCATCCTGCTCGGTCTGAGGTACy^^ 

TACAATCAGGCGAGAGTO^TATTCTCTGTAGACTATGAAAAAAAQTAACAGATATCS^Ca^^ 

ATCCCAATCCATTCATCATGAGTTCCTTAAAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGA^ 

AATTAGGGATCGCACCa^CCCCCTTATGAAGAGGAO^CTAACATGGAGTATGCTCCQAGCGCTCCAAT^ 

AATCCTATTTTGGAGTTGACGAGATGGACa^CTa^TGATCCGCATCAATTAAGATATGAQAAATTCTTCTO^^ 

CAGTGAAAATGACGGTTAGATCTAATCGTCCGTTCAGAACATACTCA6ATGTGGCAGCCGCTGTATCCCATO 
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GGOATCAO^TGTACATCGGAATGGCAtKSGAAACGTCCCTTCTACAAGATCT^ 

ATCTi^GGCOVCTCCaVGCGGTATTGGCAGATCAAGGTaACaVGAGTATCACGCT^ 

CTTATTTGCCACACAGAATGGGGAAGACCCCTCCCATGCTCAATGTACCAGAGCACTO^ 

ATATA(K3TCTTTACAAGGQAACGGTTGA6CTCACAATGACCATCTACGATGATGAGTCAC^^ 

CTATGATCTGGGATCATTTCAATTCTTCCAAATTTTCTGATTTCAGAGAGAAGGCCTTAATGT^^ 

TTGTCGAGAAAAAGGCATCTGGAGCTTGGTTCCTGGATTCTGTCAGAC^CTTCAAATGAGCTAGTCTAGCTT 

CCAGCTTCTGAACAATCCCCGGTTTACTCAGTCTCTCCTAATTCCAGCCTTTCGAACAACTAATATCCT6TC 

TTTTCTATCCCTATGAAAAAAACTAAO^GAGATCGATCTGTTTCCTTGACACCATGAAGTGCCTTTTGTACT 

TAGCTTTTTTATTCATCGGGOTQAATTGa^GTTCACCATAGTTTTTCCATACA^^ 

AJ^TGTTCCTTCCAATTACCATTATTGCCCGTOU^GCTCAGATTTAAATTGGa^TAAT^^ 

CAGCCTTACAAGTCAAAATGCCCAAGAGTCAa^GGCTATTCAAaCAGAC^ 

AATGGGTCACTACTTGTGATTTCCGCTGGTACGGACCQAAGTATATAACACATTCa^TCCGATCCTT^^^ 
• CaVTCTGTAGAACAATGOU^GGAAAGaVTTGAACAAACQAAAO^GGAACTTGGCT^ 
CTCAAAGTTGTGGATATGCAACTGTGACGGATGCTGAAGO^G^TTGTCCSVGGTGACTCCT^ 
TTGTTGATGAATACACAGGAGAATGGGTTGATTM.a^GTTCATCAACGGAAAATGCAQCAATG^ 
CCACTGTCCATAACTCCACAACCTGGCATTCCGACTATAAGGTCAAAGGGCTATGTGATTCTAACCTCATTT 
CCAT66ACATCACCTTCTTCTCAGAGGACGGAGAGCTATCATCCCTAGGAAAGGAGGOCACAGGGTTCAGAA 
GTAACTACTTTQCTTATGAAACTGGAGACAAGGCCTGCa^TGCAGTACTGaVAGCGTT^^^ 
TCCCATCAGGTGTATGGTTCGAGATGGCTGATAAGGATCTCTTTGCTGCAGCC^GATTCCCTGA^^ 
AAGGGTO^GTATCTCTGCTCCATCTCAGACCTaVGTGGATCTAAGTCTCATTaiGGACGTT^ 
TGGATTATTCCCTCTGCCAAGaAACCTGGAGCAAAATCAGAGCGGGTCTTCCCATCTCTC^^ 
GCTATCTTGCTCCTAAAAACCCAGGAACCGGTCCTGTCTTTACaVTAATa^TGGTACCCTAAAATA^ 
AGACCAGATACATCAGAGTCGATATTGCTGCTCO^TCCTCTCaAGAATGGTCGGAATGAT^^^ 
CCAOVGAAAGGGAACTGTGGGATGACTGGGCTCCATATGAAGACGTGGAAATTGGACCCAATGGAGTTCT^ 
GGACCAGTTCAGGATATAAGTTTCCTTTATATATGATTGGACATGGTATGTTGGACTCCGATCTTCM^TCTTA 
QCTCAAAGGCTCAGGTGTTTGAACATCCTCACATTCAAGACGCTGCTGCGCAGCTTCCTGATGATGAGACTT 
TATTTTTTGGTGATACTGGGCTATCO^AAAATCCAATCGAGTTTGTAGAAGGTTGGTTC^^^ 

GCTCTATTGCCTCTTTTTTCTTTATCy^TAGGGTTAATaVTTGGACTATTCTTGGTTCTCCGAGTTC^^ 

ATCTTTGaVTTAAATTAAAGava^Ca^QAAAAGACAGATTTATACAGACATA^^ 

AGTAACTCAAATCCTQCACAACaVGATTCTTaVTGTTTGAACCy^TCAACTTG^^ 

GCCTTAATTATATTTTAATTTTTAATTTTTATQAAAAAAACTAACAGCAATCATCG^^ 

GACCGACGAGTTCAATGATTTCAATGAAGATQACTATGCCAa^GAGAATTCCTGAATCCCGATGAGOT^ 

GACGTACTTGAATCa^TGCTGATTACAATTTGAATTCTCCTCTAATTAGTGATGATATTGACAATT^ 

GAAATTCAATTCTCTTCCGATTCCCTCGATGTGGGATAGTAAGAACTGGGATGGAGTTCTTGAGATGTTAAC 

ATCATGTOUIGCCAATCCCATCTCAACATCTCAGATGCATAAATGGATGGGAAGTTGGTTAATGT^ 

TCATGATGCCAGTCAAGGGTATAGTTTTTTACATGAAGTGGAaVAAGAGGOVGAAATAAC^^ 
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GGAGACCTTCATCCGCGGCTGGGGCAAau^COATTGAATACATCaU^^ 

OW^TTCTCGCTTATTTGTGTCAAAAGTTTTTGGACTTACACAAGTTaAC^ 

TGAGGTGGAATTGCTCAACTTGGaSAGQACTTTCAAAGGCAAAGTCAGAAGAAGTTCTCA^ 

ATGCAGGCTTAGGGTTCCCAGCTTGGGTCCTACTTTTATTTCAGAAGGATGGGCTTACTOCAAGAAAC^ 

TATTCTAATGGACCGAAACTTTCTGTTAATGGTcaAAGATGTGATTATAGGGAGQATGCAAACGGTGCTAT^ 

CATGGTATGTAGAATAGACAACCTGTTCTCAGAGOVAGACATCTTCTCCCTTCTAAATATCTACAGAATTGG 

AQATAAAATTGTGGAGAGGCAGGGAAATTTTTCTTATGACTTGATTAAAATGGTGGAACCGATATGCAACTT 

GAAGCTGATGAAATTAGO^GAGAATCAAGGCCTTTAGTCCCACAATTCCCTa^TTTTGAAAATCATATC^ 

GACTTCTGTTGATGAAGGGGC^AAAATTGACOa^GGTATAAGATTCCTCCATGATCAQATAATGAG^^ 

AAa^GTGGATCTCAOVCTGGTGATTTATGGATCGTTa^GACATTGGGGTCATCCTTTTATAGATTAT^^ 

TGGACTAGAAAAATTAa^TTCCa^GTAACCATGAAGAAAGATATTGATGTGTO^TATGa^ 

AAGTOATTTAGCTCGQATTGTTCTATTTaVAa^GTTa^TGATCATAAAAAGTGQOT 

GCTCCCTCATGATCATCCCTTTAAAAGTCATGTTAAAGAAAATAO^TGGCCCACAGCTGCTCAAGTO 

TTTTGGAGATAAATGGCATGAACTTCCGCTGATTAAATGTTTTGAAATACCCGACTTACTAGACCCATC^^ 

AATATACTCTGACAAAAGTCyVTTC^TGAATAGGTCAGAGGTGTTGAAACATGTCCGAATGAATCCX3AACAC 

TCCTATCCCTAGTAAAAAGGTGTTGCAGACTATGTTGGACACAAAGGCTACCAATTGGAAAGAATTTCTTAA 

AGAGATT6ATGAGAAGGGCTTAGATGATGATGATCTAATTATTGGTCTTAAAGGAAAGGAGAGGSAACTGAA 

GTTGGCAGGTAGATTTTTCTCCCTAATGTCTTGGAAATTGCGAGAATACTTTGTAATTACCGAATAT^ 

AAAGACTOVTTTCGTCCCTATGTTTAAAGGCCTGAa^TGGCGGACGATCTAACTGCAGTCATTA^ 

GTTAGATTCCTCATCCGGCCAAGGATTGAAGTCATATOAGGa^TTTGCATAGCCAATCACM^TTG^ 

AAAATGGAATAACOVCCAAAGGAAGTTATCAAACGGCCCAGTGTTCCmGTTATGGGCCAGTTC^^ 

TCCATCCTTAATCGAGAGAACTCATGAATTTTTTGAGAAAAGTCTTATATACTAaUV^ 

GATGCGTGTTCACAACAACACy^CTGATO^TTCAACCTCCCAACGAGTTTGTTGGC^ 

ACTGGAAGGTCTACGGCAAAAAGGATGGAGTATCCTCAATCTACTGGTTATTCAAAGAGAGGCTAAAATCAG 
AAACa^CTGCTGTCAAAGTCTTGG<^a^GGTGATAATCAAGTTATTTGCACACAGTATAAAACGkAG^ 
GAOi^COTTGTAGAATTACAGGGTGCTCTa^Ta^TGGTTTCTAATAATGAGAAAATTATGACTGC^ 
CAAAATAGGGACAGGGAAGTTAGQACTTTTGATAAATGACGATGAGACTATGOVATCTC 

TTATGGAAAAATACCGATTTTCCGTGGAGTGATTAGAGGGTTAGAGACCAAQAGATGQTCACGAGTGACTTG 

TGTOVCO^TGACa^TACCaVCTTGTGCTAATATAATGAGCTCyVGTTTCCAC^ 

TCATTTl^TGAOAACCO^TCaATGCCATGATACAGTACAATTATTTTGGGAa^TT^ 

GATGATGCATGATCCTGCTCTTCGTa^TCATTGTATaAAGTT<»AGATAAGATACCGGGCTT^ 

TACTTTCAAATACGCCATGTTGTATTTGGACCCTTCCATTGaAGGAGTGTCGGGCATGTCTTT6TC<:yVG^^ 

TTTGATTAGAGCCTTCCCAGATCCCGTAACAGAAAGTCTCTCyVTTCTGGAGATTCATCCATGTACATGCTCG 

AAGTGAGCATCTGAAGGAGATGAGTGCAGTATTTGGAAACCCCGAGATAGCCAAGTTTCGAATAACTCACAT 

AGACAAGCTAGTAGAAGATCCAACCTCTCTGAACATCGCTATGGGAATGAGTCCAGCGAACTTGTTAAAGAC 

TGAGGTTAAAAAATGCTTAATCGAATCAAGACAAACCa^TaVGGAACCAGGTGATTAAGGATGCAAC^^ 
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TTTGTATa^TGAAOAGQATCGQCTaVGAAGTTTCTTATGGTCAATAAATCCTCTGTTCCCTA^^ 

tgaattcaaatcaggcacttttttgggagtcgcagacggck:tcatcagtctatttc^^ 

TCQGAACTCCTTTAAGAAAAAGTATCATAGGGAATTGGATXSATTTGATTGTGAGGAG 

GACACaVTTTAGGGAAACTTCATTTGAGAAGGGGATCaVTGTAAAATGTGGACATCTTCAGCTACTCATGCT^ 

O^CATTAAGATACAAATCCTGGGGCCGTACAGTTATTGGGAO^CTGTACCCCATCCATTAGAAATGT^^ 

TCCAaUVCaTCGAAAAGAGACTCCTTGTGCACCATGTAA(^Ca^TCAGGGTTCa^TTATGTTTCTGTG 

TCCAGACGGGATCCATGACGTCTTTAGTTCACGGGGACCATTGCCTGCTTATCTAGGGTCTAAAACATCTGA 

ATCTAaVTCTATTTTGO^GCCTTGGGAAAGGGAAAGCAi^GTCCCACTGATTAAAAGAGCTACACGTCTT^^ 

AGATGCTATCTCTTGGTTTGTTGAACCCGACTCTAAACTAGa^TGACTATACTTTCTAAOVTCCACTCTO^ 

AACAGGCGAAGAATGGaCCaiAAAGGCAGaVTGGaTTCAAAAGaACAGGGTCTGCCCTTCAT^^ 

ATCTCGGATGAGCCATGGTGGGTTCGCATCTCAGAGCACTGCa^GCATTSACa^GGTTGATGGaVaC^^ 

CACCATGAGGGATCTGGGAGATCAGAATTTCGACTTTTTATTCCAGGa^aSTTGCTCTATGCT^ 

CACCACTGTTGCAAGAGACGGATGGATO^Ca^GTTGTACAQATaiTTATCATATTGCCTGTAAGTCCTGT^ 

GAGACCCATAGAAGAGATCACCCTGGACTCAAGTATGGACTACACGCCCCCAGATGTATCCCATGTGCTGAA 

GACATGGAGGAATGGGGAAGGTTCGTGGGGACAAGAGATAAAACAGATCTATCCTTTAGAAGGGAATTGGAA 

GAATTTAGCACCTGCTGAGCAATCCTATCAAGTCGGCAGATGTATAGGTTTTCTATATGGAGACTTGGCGTA 

TAGAAAATCTACTCATGCCGAGGACAGTTCTCTATTTCCTCTATCTATACAAGGTCGTATTAGAGGTCGAGG 

TTTCTTAAAAGGGTTGCTAGACGQATTAATaAGAaa^AGTTGCTGCCAAGTAATACACCGGAGAAGTC^ 

TCATTTGAAGAGGCCGGCCy^CaCAGTGTACGGAGGTTTGATTTACTTQATTGATA^ 

TCCATTCCTTTCTCTTACTAGATCAGGACCTATTAGAGACckATTAGAAACGATTCCCa^CAAGATCC 

CTCCTATCCGACaU^GO^CCGTGATATGGGGGTGATTGTa^GAAATTACTTCAAATACCAA^ 

TGAAAAGGGAAAATACAGATCACATTATTO^CAATTATGGTTATTCTCAGATGTCTTATCCATAGACOT 

TGGACCATTCTCTATTTCCACCACCCTCTTGCAAATCCTATACAAGCCATTTTTATCTGGGAAAGATAAGAA 

TGAGTTGAGAGAGCTGGCAAATCTTTCTTCATTGCTAAGATCAGGAGAGGGGTGGGAAGACATACATGTAAA 

ATTCTTCACCAAGGACATATTATTGTGTCCAGAGGAAATCAGACATGCTTGCAAGTTCGGGATTGCTAAGGA 

TAATAATAAA6ACATGAGCTATCCCCCTTGGGGAAGGGAATCCAGAGGGACAATTACAACAATCCCTGTTTA 

TTATACQACCACCCCTTACCCaVAAGATGCTAGAGATGCCTCCAAGAATCCAAAATCCCCTGCTGTC^ 

CAGGTTGGGCOVGTTACaW^CTGGCGCTCATTATAAAATTCGaAGTATATTAaVTGGAATG^ 

CAGGQACTTCTTGAGTTGTGGAGACGGCTCCGGAGGGATGACTGCTGCATTACTACGAGAAftATGTC 

a^GAGGAATATTCAATAGTCTGTTAGAATTATa^GGGTCAGTCATGCGAGGCGCCTCTCCTGAGCCCCC<a^G 

TGCCCTAGAAACTTTAGGAGGAGATAAATCGAGATCTGTAAATGGTGAAACATGTTGGGAATATCCATCTGA 

CTTATGTGACCCAAGGACTTGGGACTATTTCCTCCGACTCAAAGCAGGCTTGGGGCTTCAAATTGATTTAAT 

TGTAATGGATATGGAAGTTCGGQATTCTTCTACTAGCCTGAAAATTGAGACGAATGTTAGAAATTATGTGCA 

CCGGATTTTGGATGAGCAAGGAGTTTTAATCTACAAGACTTATGGAACATATATTTGTGAGAGCGAAAAGAA 

TGCAGTAAC^ATCCTTGGTCCaVTGTTOUVGACGGTCGACTTAGTTC^U^CAGAATTTAGTAGTTCTCAAAC 

GTCTGAAGTATATATGGTATGTAAAGGTTTGAAGAAATTAATCGATGAACCOUVTCCCGATTGGTCTTCCA^ 
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CaUVTGAATCCTGGAAAAACCTGTACGOVTTCCAGTCATCAGAAC^ 

TACaVTACTTTACCTTGACAGGTATTCCCTCCCAATTCATTCCTGATCCTTTTGTGAACATTGAGACT^^ 
' ACAAATATTCGGAGTACCCIACGGGTGTGTCTCATGCGGCTGCCTTAAAATCATCTGATAGACCTG^ 
ATTGACCATTAGCCTTTTTTATATGGCGATTATATCGTATTATAACATCAATC^^ 

ACCTCCGAACCCCCCATCAGATGGAATTGCACAAAATGTGGGGATCGCTATAACTGGTATAAGCTTTTTC 
GAGTTTGATGGAGAAAGACATTCCACTATATCAACAGTGTTTAGCAGTTATCCAG(^ 

GTGGGAGGCTGTTTCAGTAAAAGGAGGATACAAGCAGAAGTGGAGTACTAGAGGTGATGGGCTCCC^^ 

TACCCGAATTTCAGACTCCTTGGCCCCAATCGGGAACTGGATCAGATCTCTGGAATTGGTCCGAAACCAAGT 

TCGTCTGAATCCATTCAATGAGATCTTGTTCT^TCAGCTATGTCGTACUVGTG^^ 

AAATTTGCGAAAAAACyVG?^GGAATGATTGAATGGATaVATAGACGAATTTCU^^ 

GATGTTGAAGAGTGACCTACT^TGAGGAAAACTCTTGGAGAGATTAAAAAATCa^^ 

AAGTATGAAAA7\AACTTTGATCCTTAAGACCCTCTTGTGGTTTTTATTTTTTATCTGGTTTTGTGGTC^ 
T 
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Nucleic Acid Sequence of the M Protein Gene for VSV Mutant A V2 

ATGAGTTCCTTAAAGAAGATTCTCGGTCTGAAGGGGAAAGGTAAGAAATCTAAGAAATTAGGGATCGCACCA 

CCCCCTTATGAAGAGGACACTAACATGGAGTATGCTCCGAGCGCTCCAATTGACAAATCCTATTTTG^^^ 

GACGAGAGGGACa^CTCATGATCCGCATCAATTAAGATATGAGAAATTCTTCTTTACAGTGAAAATG^ 

AGATCTAATCGTCCGTTGAGAAGATACTCAGATGTGGCy^GCCGCTGTATCCCA^ 

GGAATGGCAGGGAAACGTCCCTTCTACyUVGATCTTGGCTTTTTTCGGTTCTTCTAATCTAAAGGC^ 

GCGGTATTGGCyVGATGAAGGTCAACCAGAGTATCACGCTCACTGTGAAGGCA 

ATGGGGAAGACCCCTCCCATGCTCaVATGTACCAGAGCACTTCaVGAA^^ 

GGAACGGTTGAGCTCACAATGACCa^TCTACGATGATGAGT?CACTGGAA6C7VGCTCCTATGATCT 

TTCAATTCTTCCAAATTTTCTGATTTCAGAGAGAAGGCCTTAATGTTTGGCCTGATTGTCGAGJ^^ 

TCTGGAGCTTGGGTCCTGGATTCTGTCAGCCACTTCAAATGA 
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Amino Acid Sequence for the M Protein of VSV Mutant A V2 

MSSLKKILGLKGKGKKSKKLGIAPPPYEEDTNMBYAPSAPIDKSYPGVDBMDTHDPHQLRYEKFFFTVl^^ 
RSNRPFRTYSDVAAAVSHWDHMYIGMAGKRPFYKIIAFLGSSNIJCATPAVIADQGQPEYHA^ 

MGKTPPMLNVPEHFRRPFNIGI.YKGTVELTMTIYDDESLEAAPMIWDHPNSSKPSDFREKAIJyiPGI.IVEKKA 
SGAWPLDSVRHPK 



FIGURE 16 



27/31 



wo 2004/085658 



PCT/CA2004/000460 



A 




'WT1e8 IV (n=3) 
■delM51 1e8 IV (n=3) 
•=B= PBS (n=3) 



I I 

6 8 10 12 

Days post IV dose 



I 

14 




1=3) 



Days post IV treatment 



FIGURE 17A-B 



28/31 



wo 2004/085658 



PCT/CA2004/000460 




FIGURE 18 



29/31 



wo 2004/085658 



PCT/CA2004/000460 



A 



O 

o 

<D 
Q. 



3 
O 

E 

3 



60 
50 
40 
30 
20 
10 
0 





















25:1 


12.5:1 6.25:1 
Effector:Target ratio 


3.125:1 



tumour 
tumour + A51 



CO 



8 

Q. 

€0 




25:1 



12.5:1 6.25:1 

EffectonTarget ratio 



3.125:1 



— wild-type 
■a - - wild-type, NK- 
■•— ASI-VSV 
■o— A51-VSV, NK- 



FIGURE 19 



30/31 



wo 2004/085658 



PCT/CA2004/000460 




FIGIJ1RE20 



31/31 



